eye complaints, nor was a laboratory-acquired infection suspected. None of her family 23 members had similar symptoms. She had no recent travel outside North America.
24
Swabs from each eye were sent within several hours to a hospital laboratory for direct 25 microscopy and bacterial culture. Until culture results were known, the patient was told 26 to apply an over-the-counter 'tear refresher' to the eyes, to provide some relief.
27
Approximately 5 days later, when microbiological results became apparent, the patient 28 was prescribed 1 drop of 0.5% moxifloxacin hydrochloride in each eye 3 times per day 29 for 7 days. The infection by that point had begun to resolve, but the patient did comply 30 with the entire treatment course and since has had no recurrence. No follow up culture 31 was done to see if the organism had been eradicated from the eyes.
32
At the hospital laboratory, after ~48-h of incubation under aerobic and facultatively 33 anaerobic conditions at 35°C on 5% sheep blood agar, the culture from each sample 34 grew fine (~1-mm diameter), round and convex colonies that were slightly α-hemolytic. Coryne system (bioMérieux, Montreal QC) was used for identification by the testing 42 laboratory, generating API code 5100305 after 24-h incubation, which could be 43 identified as Corynebacterium macginleyi with a 99.5% probability by that system.
44
One strain was referred to the Canadian National Microbiology Laboratory (NML) for 
59
Cellular fatty acid composition analysis was done using the Sherlock system (MIDI,
60
Newark De, with operating system ver 4.5), whereby predominately straight-chain and 61 mono-unsaturated CFAs, but not tuberculostearic acid, were detected, similar to those 62 described for other members of the genus (1). Menaquinones for C. macginleyi were 63 not elucidated as part of the species novum description (14) and so this assay was 64 undertaken for NML 080212 and analyzed by LCMS, as described previously (4). Minor 65 amounts of MK-8 (H2) were detected, which is consistent for those of the genus 66 Corynebacterium (6). Small volumes of lactic, succinic and acetic but not propionic 67 acid were detected as metabolic products, as found previously for this species (2).
68
The 16S rRNA gene was amplified as described (3), aligned using Clustal W and 69 compared using Neighbour-Joining software found in MEGA4. The resulting 1483 bp 70 sequence was found to be 100% homologous to C. macginleyi CIP 104099 T accession 71 no. AJ439345 (Fig. 1) between these otherwise closely-related lipophilic species (Fig. 2) .
81
Antimicrobial susceptibility and minimum inhibitory concentrations were determined by 82 the broth microdilution method using Mueller-Hinton medium containing 2.5% v/v lysed 83 horse blood using CLSI methods and breakpoint standards (5) antibiotics without performing culture may encounter resistant strains (8) .
128
